Abstract: Sobralia Ruiz & Pav. is one of the largest genus in Orchidaceae. It comprises about 150 species distributed from Mexico to Bolivia. In this paper, a new species of Sobralia from Peru, S. abadorum, is described and illustrated. Its taxonomic affinity is briefly discussed. An analysis of ITS sequences indicates an isolate position of this new species.
Introduction
Sobralia Ruiz & Pav. is a large genus embracing about 150 species distributed from Mexico to subtropical America, particularly in Peru, Bolivia, and southern Brazil. The members of Sobralia are usually terrestrial herbs, sometimes growing as lithophytes or epiphytes. Most of the species have short, stiff rhizome, covered densely by long, thick roots penetrating the substrate. Stem is usually unbranched, rarely branching, glabrous or occasionally pubescent, from a few centimeters to almost 14 meters high. Leaves are always plicate, thin or stiff, plane green or reddish-brown spotted, sometimes reddish suffused on upper or lower surface, or on both, glabrous or rarely pubescent, usually acute to acuminate. Inflorescence is usually terminal and racemose. Flowers are often large or very large, showy, sometimes medium-sized or small, resupinate. Lip is the largest segment of a perianth, entire or trilobed, usually with keels or hairs in the throat, sometimes crisped and/or fimbriate along margins. Gynostemium is clavate, often narrow in basal part, anther is bent forward, pollinia form 4 or 8 bands joined together.
Most species of Sobralia have very peculiar pollinia, so, probably, they are pollinated by bees, especially euglossines. Presumably, large euglossine bees, such MOLECULAR TECHNIQUES (DNA isolation, amplification and sequencing). DNA was extracted from leaf tissue using the DNA Mini Plant Kit (A&A Biotechnology Poland) following the manufacturerís protocol. Amplification and sequencing of the ITS1-5.8-ITS2 region was performed using primers AB 101 and AB 102 (Douzery et al. 1999) . PCR was performed using either Eppendorf or Biometra thermal cyclers in 25 µL volumes with the following reaction components: 1 µL temple DNA (~10-100 ng), 19.1-19.6 µL water, 2.5 µL 10X buffer, 1.0 µL dimethyl sulfoxide (DMSO), 0.5 µL of 5mM dNTPs, 0.2 µL each of 20 µM primers and 2.5 units of Taq DNA polymerase. Amplification parameters for ITS region were: 94°C, 4 min; 26X (94°C, 45 s; 52°C, 45 s; 72°C, 50 s); 72°C, 5 min.
PHYLOGENETIC ANALYSIS. Sequence data were edited and assembled using AutoAssembler (ABI). All sequences were deposited on NCBI (Appendix) and data matrices are available upon request. First DNA sequences were automatically aligned by ÇClustalXí (Thompson et al. 1997) , then checked and manually corrected using ÇSeaviewí (Galtier et al. 1996) . The ITS region was analyzed using heuristic search method of PAUP*version 4.0b10 (Swofford 2000) . Optimality criterion was parsimony with tree-bisection-reconnection (TBR) branch swapping and the MULTTREES option in effect, simple addition and ACCTRAN optimization. Gaps were treated as a missing value. Internal support of clades was evaluated by the bootstrap (Felsenstein 1985) with 1000 bootstrap replicates. All characters were unordered and equally weighted (Fitch 1971) . DESCRIPTION ñ Stem ca 40-60 cm high, erect, rather stiff, leafy above basal third, plane green, glabrous. Leaves 5-7, to 15 cm long and 5 cm wide, elliptic to elliptic-lanceolate, long acuminate, stiff, plicate, plane green, glabrous. Flowers medium-sized as for the genus, rather widely opened, sepals and petals pink to pinkish-violet, dorsal sepal with white mid-nerve in the lower half, petals with darker mid-nerves, lip with pinkish to pink-violet margins, white throat with red or reddish spots in the entrance, gynostemium whitish-cream. Floral bracts plane green. Sepals connate, forming a basal tube 20 mm long. Dorsal sepal 60 mm long, 20 mm wide, oblong-elliptic, rounded at the apex, shortly apiculate. Petals 65 mm long, 30 mm wide, obliquely oblong-obovate, acute to obtuse at the apex, nerves branching. Lateral sepals 60 mm long, 25 mm wide, oblongelliptic, somewhat falcate, rounded at the apex, shortly apiculate. Lip 65 mm long, 50 mm wide, obovate in general outline, notched at the apex, concave in the centre, strongly crenulate and undulate along margins in the apical half, nerves prominent, distinctly thickened TAXONOMIC NOTES ñ The analysis of ITS sequences indicates an isolate position of the new species from other taxa of Sobralia (Fig. 5) , which has been confirmed by the presence of molecular autapomorphy. The results of the molecular study show that Sobralia abadorum appears to be related to S. gloriosa Rchb.f. and S. rosea Poepp. & Endl. However, it differs from both in the type of inflorescence. In S. gloriosa and S. rosea, inflorescence is elongate and zig-zag, whereas in S. abadorum it is more compact. The lip form of S. abadorum reminds somewhat that of S. violacea Linden ex Lindl., but the lip of the latter species is concave in the basal half, its margins are undulate, crenulate, sepals and petals are shorter and wider, and gynostemium is shorter and more massive. 
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